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D TERIC O TV, LLRRD, ITEOHH
Bi%E, MBS ICl, BAEDAY DI E
SUHITI D & TEY (Hosoya, 2000), 1999 4121
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Summary

The genetic diversity of Japanese medaka fishes living in the Hayato
Pond in Nagoya.

Akihiko Moriyama®, Tatsuya Noro?, Mieko Suzuki®

1) College of Bioscience and Biotechnology, Chubu University.

2) Nagoya Biodiversity Center Kankyo-Kyoku, Nagoya City Office.

3) Graduate School of Natural Sciences, Nagoya City University.
The Hayato Pond in Showa-ku, Nagoya City, was drained and many invasive alien species were exterminated
in 2009. After that, the population of medaka has recovered. To clarify the genetic diversity of the medaka in
Hayato Pond, the partial sequences of the COI gene of 15 individuals, 14 of which were collected in 2011 and
another was in 2014, were determined. Thirteen sites were found to be variable in the 657-bp sequences,
which generated seven haplotypes. The phylogenetic tree indicates that these haplotypes were all belong to
southern medaka (Oryzias latipes). Six haplotypes had a substitution within 2 bases among them and formed
one group. Another haplotype had a substitution of 8 bases or more with the other 6 haplotypes, and
completely matched the nucleotide sequence of the Hd-rR COI gene.




